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bt b EBFmEE Rkt Staphylococcus aureus (ALL) OfifiEsR 2023
B b EHIMHE (Ek) Staphylococcus aureus (MSSA) D43 2023
b b XS (B Staphylococcus aureus (MRSA) D143 2023
B b EBARWEE Bk Staphylococcus epidermidis DR 2023
B~ EXEERE (BT Coagulase-negative staphylococci (CNS) DR 2023
bt b EBFmEE kbt Streptococcus pneumoniae (BE&IRE) DL 2023
B b EBATERE Bk Streptococcus pneumoniae DR 2023
B b EBARTERE Bk Streptococcus pyogenes D1 2023
B~ EATERE Fk) Streptococcus agalactiae DFHER 2023
b b EAITHEE (F) Enterococcus faecalis D4R 2023
B b EHmMHE OBk Enterococcus faecium D4R 2023
B~ EFEEE (ET) Escherichia coli D P4ER 2023
B b EXEERE (R Escherichia coli (3GCR) Dififtt= 2023
B~ EBHWHERE (ER) Klebsiella pneumoniae O iR 2023
b~ EHEE (B Klebsiella pneumoniae (3GCR) DR 2023
B b EAMERE F) Klebsiella aerogenes (I[H4 Enterobacter aerogenes) D= 2023
B b EXEEE R Enterobacter cloacae DiftEER 2023
b b EAHWHEE (Bk) Proteus mirabilis D= 2023
b b EXEE (B Proteus vulgaris Diit4= 2023
E b EHTHEE OBk Citrobacter freundii O3 2023
b b EHITEE (E) Citrobacter koseri D4R AU
bk EHHEE (R Serratia marcescens D= 2023
b b EHITHEE (ER) Acinetobacter spp. DR 2023
B b EXSEE GERR) Pseudomonas aeruginosa O iER 2023
b b EHITEE (Ek) Haemophilus influenzae Oi{ER 202
B b EBHmSEE (B Bacillus cereus M43 2023
bk ERFITEE B Campylobacter jejuni D4R (HbETHT) 2022 2011, 2012
B b AR OER) Campylobacter coli DR (HETHT) 2022 2011, 2012
bk EBEWSE R Non-typhoidal Salmonella spp. Dt (HETHT) 2023
bk RS () Non-typhoidal Salmonella spp. (B&) OfHEER GhEH) 2023
B~ EATERE R Neisseria gonorrhoeae D ESR 2023
E b EBHEE (Kh) Salmonella Typhi O£ 2023
B~ EATEE Rk Salmonella Paratyphi A D PESR 2023
b b EFHmEE (Ekk) Shigella spp. DR 2023
B~ EHAIMERE (2R Staphylococcus aureus DR 2023 2018
b b EXImEE 2R Streptococcus pneumoniae (BERIREARUSN) DR 2023 2018
B b EBRTERE 2R Streptococcus agalactiae D4 2023
B~ EXFNEE G2 Enterococcus faecalis DR 2023
B~ EXEE (2R Escherichia coli D ER 2023 2018
b b EBRmEE (G2EAT) Klebsiella pneumoniae D4R 2023 2018
B b EBHEE G2ERT) Haemophilus influenzae DM 2023
b b EBHmEE G2EAT) Campylobacter spp. DR 2018
B b EBRTER G2ERT) Salmonella spp. D ER 2018
Eb BRI T 4R Clostridioides difficile D F 4K 2023
EbBERTZT14X SSIDFRERR 2023 2011~2013
EbBRTZ0T 4R FIRTRIEE DENIER 2023
EbNBRTZ7T 4R MREER BRI 2023
ENBRTZ70T 4R MEEBEER L v b KR GHEER BLXR 2023
EbBRTZ70T 4R MRBREAE F AR 2023
EbBRTZ7T 4R FrREEETE 2023
bR T T4 R FIRBSHERE (REEREX25) 2023
b ERTZ T4 R FiRBESHEAE (MEXSH) 2019~2023
EbNBRTZ70T 4R MFERREDEBHEICH T HHETIRTH 2023
ERBEBRTZ T4 X EERMEEOERKR (AUD) 2023
EbBERTZ0T 4R EFBAREEOFERRKT (DOT) 2023
bR 7T 4R EFAmEEOEANRR (AUD/DOT) 2023
b b SnEER EEEERRICE T 2 BEERR 2021
b b SEnEER EEEERKICE T2 EERERRR 2021
b b SinETER NEE NMREMEERICH 1T 2 BERR 2019, 2021
b b SinEER NEE NREIERICH T 2 RERERRR 2019, 2021
b b SinEER NEEZ NBUFERICH 1T 2 BRERR 2021
b b SEEER NEENBUFERICH T D2 MERERRR 2021
B~ RERE LHICENRES 2023
B~ BERE SHIBENRER CEMIENT 2023
b b RREE ERIBENRESR 2023
B b BERE T RS E 2023
b b EFRRE MEYVEEZRNRT 5 2 LIk - 7-EH 2023
E b ZFEAE MEMBEIZTANRZRL>DIFHERBVWETH? 2023
b~ BHRAE MEDEFTANRER>DFBEBVETH? (E) 2018
b b BHAE BRI A 7T o FICHEYBE IR EBNETH? 2023
B~ BFRAE BAXRA 7L FICIHEYE ISR EBVWESTA? (fhE) 2018
B~ EFRRAE THEBICHAEYEAFERAL TV EZOREYEBELI EN R D 2023
E b EEAE TRBICMAEYVEAFERL TV EZOMEYEN EN AR D (BE) 2018
B b BFEAE MEMEICIZEMVERD 2T H DI EB0WETH? 2023
b~ BHRAE MEPBEICIFEWERLI 2L DR LB VETH? (E) 2018
B~ EFAE BS0HM CHRETOMEY B A BT TPO- YR ECRKRENRLI-ZE2H D 2023
B b EFRARE BEICMEDEEZREL TV 2023
E b EHAL BEICRELTWAMEYEZED TE-/-ZENH B 2023
E b BHAE BEILRELTLWAMEYEZ, RECPERACHITE-T-2 e H D 2023
E b BHAE REICHT 2MEEOERSEE 2017
B~ BFRAE BREICRDZ LA LIIMEE 2017
B~ EFRARE REICHT 2 MEENHRE5ER 2017
B b EFRRE BE1EBMORNEEBEFRICOVWTOEM 2017
b b BEAE 84 DERREIC L 2 MEEEEFERA’ERMMERZ 6T 23R 2017
Y EERIMIERE RIS TEMEL A S8 X N7z Salmonella spp. D4R 2022 2011, 2012
W) EEITEE SAMESEE MBI A S 8 X L7z Staphylococcus aureus D4R 2022 2011, 2012
B EXIMEE TEIESEE MK A S B & 7= Escherichia coli D4R 2022 2012
Y EFMEE BB R VB EIEISAI D Escherichia coli DAFHER 2022 2012
) EFIMTEE BB R OB ENEIGH¥E D Campylobacter jejuni D4 2022 2012
W) EHIMTEE & EiHHB¥E D Campylobacter coli D4R 2022 2012
) EAIMTEE ELEERUEBENIBEHE D Enterococcus spp. DTHER 2022 2012
B EFIMEE BB R OB EMEISHED Enterococcus faecalis D= 2022 2012
B EFHMEE BB R OB EMEIZRF D Enterococcus faecium D4R 2022 2012
) EFIMTEE B ENIBIE AR D Salmonella spp. DTSR 2022 2012
Y EERIMIERE L > Y IREER AR Lactococcus garvieae D4R 2022 2011, 2012
YY) EERIMTIERE 7Y FEHE Vibrio spp. OMf4ER 2022
Y EAIM 4R BRIC Y B L7 R R OUEfR 3D Escherichia coli O£ 2023
YY) FEERIMEE BIRICY B Lo RROERED Klebsiella spp. DFER 2023
1Y) EERIMIEE BIRICY B L 7o R KR OER D Staphylococcus pseudintermedius D4 = 2023
YY) EERIMTIERE BIRIC Y B L 72 EB 3 Staphylococcus aureus D4 = 2023
) EEIMERE BEIC Y B L - AR UEEE D Enterococcus spp. DR 2023
Eik7/ENESES BYAMARIORRBES 2022 2009, 2011
Y MU LESY (F. B B, BRUZOf) ([T 2HEERTE (RRIEE) 2022 2009, 2011
BY HER KEZY CBKE, XKBRUVBER) (N 2HETERTE (RREE) 2022 2009, 2011
EJILY/RTNEE S BEmEY (REROHE) miFo#ERTtE (REARE) @E%A) 2022
B TLE EoEY) (REWME) miFoHERTE (FEREE) (e MA) 2022
B mEE nEMERAIIYOREE (EMHERESE 2022 2009, 2011
Y TLEE BELLTHLLNTLIMERNOEANETE (B9 RE) 2022 2009, 2011
Y LR HARICBIT2MEEERAE (XIERTE) () ORI 2022
BY HER BARICE T 29HFNNERERAE (XIERTE) ) 2022
RiE TAMIBIZHETRAKD A 2T/ LRGSR 2023-Winter
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